Other names: PRDM3 HGNC (Hugo): EVI1 Location: 3q26.2
Transcription
Telomere to centromere.
Protein

Description
EVI1 has 1051 amino acids and is a 145-kDa DNA binding protein. It contains two domains of seven and three sets of repeats of the zinc finger motif, a repression domain between the two sets of zinc fingers, and an acidic domain at the C-terminal end. Predicted translation of MDS1-EVI1 adds 188 amino acids upstream of the start site of EVI1 in the third exon, of which 63 amino acids are derived from the untranslated second exon and from the untranslated part of the third exon of EVI1, and remaining 125 amino acids are from the MDS1 gene. MDS1-EVI1 contains the PR domain that is about 40% homologous to the N-terminus of retinoblastoma-binding protein, RIZ and the PRDI-BF1 transcription factor.
Expression
In the mouse embryo EVI1 is expressed at high level in the urinary system and Mullerian ducts, in the lung, and in the heart, but at low level in most of the adult tissues. In humans, EVI1 is expressed abundantly in kidney, lung, pancreas and ovaries, and to a lesser extent in several other tissues, including skeletal muscle. The pattern of expression of MDS1-EVI1 in adult tissues is identical to that of EVI1.
Localisation
Nuclear.
Function
Because of the spatial and temporal restricted pattern of expression of EVI1, it is suggested that this gene plays an important role in mouse develop-ment and could be involved in organogenesis, cell migration, cell growth, and differentia-tion.
Homology
The human EVI1 is highly homologous to the murine gene and shows 91% and 94% homology in nucleotide or amino acid sequence respectively. MDS1-EVI1 shares an overall homology with the C. elegans Egl 43 protein that includes the PR domain at the N-terminus and the two zinc-finger domains. 
Implicated in t(3;3)(q21;q26) or inv(3)(q21q26)
Breakpoints
Note
Other chromosomal rearrangements that results in the inappropriate expression of EVI1 include t(2;3)(p13;q26), t(2;3)(q23;q26), t(3;7)(q27;q22), t(3;13)(q26;q13-14), and t(3;17)(q26;q22).
